
 Gram Negative Organisms
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Citrobacter freundii Complex *22 95 91 91 91 100 100 100 86 86 95 95 100 86 82

Citrobacter koseri *14 100 100 100 100 100 100 100 100 100 100 100 100 100 85 100

Enterobacter cloacae 49 96 88 90 90 100 100 100 98 96 98 98 100 73 96

Escherichia coli 436 62 67 99 94 87 95 93 96 100 100 81 80 94 95 100 99 82

Klebsiella aerogenes *21 90 90 86 90 100 100 100 100 100 100 100 100 68 95

Klebsiella oxytoca 61 38 97 97 10 98 97 100 100 100 98 95 98 98 100 97 89

Klebsiella pneumoniae 102 86 99 95 91 95 95 95 100 100 96 94 99 98 100 61 90

Klebsiella variicola *22 100 100 100 82 100 100 100 100 100 95 95 100 100 100 100 100

Morganella morganella *13 31 100 100 100 100 100 100 100 77 77 85 100 100 85

Proteus mirabilis 103 74 89 100 100 79 99 96 99 100 100 69 68 89 93 100 79

Proteus vulgaris *7 83 100 100 83 100 100 100 100 100 100 100 100 100 100

Providencia rettgeri *8 75 100 100 0 100 100 100 100 100 100 100 63 75 100 100

Pseudomonas aeruginosa 85 91 84 93 91 88 82 81 98 99 99

Serratia marcescens *18 100 100 100 89 94 100 100 94 100 94 100 100

Stenotrophomonas maltophilia *10 60 40 70 100

*According to CLSI guidelines, organisms with fewer than 30 isolates have less statistical validity. Interpret results with caution.
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Enterococcus faecalis 181 100 100 100 99 99

Enterococcus faecium *8 0 0 43 100 25

Staphylococcus aureus 276 54 74 42 99 54 49 54 98 92 100 99 95 100

Staphylococcus aureus MRSA 127 0 65 13 99 17 12 18 95 91 100 98 92 100

Staphylococcus aureus MSSA 149 100 82 68 99 85 81 86 100 93 100 99 97 100

Staphylococcus lugdunensis *12 92 75 67 100 100 92 100 83 100 100 100 100

Staphylococcus coagulase negative 56 39 56 53 89 66 67 65 100 82 100 96 68 100

Streptococcus pneumoniae *13 100 100 75 100 69 77

Other Streptococcus species 41 83 95 76 51 93 100 46

Corynebacterium striatum *3 0 0 0 25 0 0 100 100

Other Corynebacterium species *5 40 60 100 40 40 60 40 100 100

*According to CLSI guidelines, organisms with fewer than 30 isolates have less statistical validity. Interpret results with caution.
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